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¥ EREIMONEITH L (LA 2000), KESOmLLEDRED
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(EN) ELTREIN, RERARDON TS,
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RELOBLMRFODLEEIIEREIN TS OH - #k
2012; 32§ 2017).
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Table 2. Mean of genetic variabilities of 4 microsatellite loci
surveyed for Takifugu alboplumbeus.

Populaion N ___Na__Ar___Ho He  HoHe F
SHH 19 178 156 0816 0925 0882 0.117
TMK 40 238 160 0925 0937 0987 0013
KKY 38 213 150 0934 0932 1003 -0.003
KTS 34198 145 0919 0926 0993 0007 ~E
KTM 34203 142 0926 0917 1010 -0.010 't B
KST 16 170 160 0922 0923 0999  0.001 1 B
HOM 38 245 164 0901 0940 0959  0.041 .. E
HOI 32223 161 0914 0937 0976 0024 g
ENN 37 235 161 0905 0939 0964 0035 2
EKI 39 248 163 0917 0940 0976 0025 . E
EIO 27 215 157 0917 0927 0989 0011 °
EMG 38 230 157 0921 0935 0985 0014 4§
EIN 38 240 164 0921 0940 0979 0021 , E
EUK 30 220 161 0900 0935 0962 0038 -
EAM 43 225 153 0936 0934 1003 -0.003 o=
YSA 14165 165 0964 0923  1.044 -0.044 4
NSE 35 240 162 0893 0937 0953 0047
KKF 40 233 156 0869 0936 0928 0072
ONS 48 135 100 0870 0860 1011 _-0.011

N: Sample size, Na: No. of allele, Ar: Allelic richness,
Ho: Observed b ity, He: Expected
F: Fixation Index
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Fig. 4. Population structure in Takifugu
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Table 1. of Takifugu alboplumbeus collected for microsatellite DNA asnalysis.
Collection Number Mean of Total Mean of Body
Pref. Site Abbreviation _ date _of analysis Length (mm) _ Weight (g)
Shizuoka Pref. ~ Hamamatsu, Hamana Lake SHH  Apr-'00 19 12853 37.20
] Tokushima Pref. Minami, Kiki River TMK  Jul-'13 40 80.52 1107
Kochi Pref. Konan, Yasu River KKY  Sep-'12 38 53.03 244
Tosashimizu, Shimonokae River ~ KTS ~ Aug-'13 34 66.26 493
Tosashimizu, Misaki River KTM  Aug-'13 34 116.76 31.82
Kagawa Pref. KST  Jul-'13 16 85.68 1137
Hiroshima Pref. Onnmlchl, Momoshima Island ~ HOM  Aug-'l4 38 103.29 26.02
Onomichi, Innoshima Island HOI  Ju-12 32 20.94 0.15
Ehime Pref. Niihama, Ninai ENN  Ju-12 37 95.45 15.66
Kamijima, Iwagi Island EKI  Jul-'12 39 110.77 22.69
Imabari, Oshima Island EIO Ju-12z 27 10555 23.00
Matsuyama, Gogoshima Island ~~ EMG ~ Jun.'13 38 12320 3272
Iyo, Nada EIN Jul-13 38 85.04 1276
Uwajima, Kitanada EUK  Oct'12 30 5721 3.57
Ainan, Misho EAM  Oct-'12 43 56.93 326
Yamaguchi Pref. Shimonoscki, Awano River YSA  Aug-00 14 36.23 151
Nagasaki Pref.  Sascbo, Emukae NSE  Jul-13 35 108.84 2591
i Kagoshima Pref. Kirishima, Fukuyama KKF  Oct-'13 40 12187 27.04
Okinawa Pref. _ Nago, Sumuide River ONS  Jul-'16 48 41.10 3.16

Fig. 1. Sampling sites of Tukifuugu alboplumbeus.

Locality abbreviations are shown in Table 1.
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2. Mean number of allele (allelic richness) surveyed for Takifugu alboplumbeus.
Locality abbreviations are shown in Table 1.

Table 3. Result of population pairwise FST in Takifugu alboplumbeus .

typing. K: Number of hypothesized ancestral cluster. Each color indicates
each cluster and vertical axis shows proportion of ancestral clusters.
Locality abbreviations are shown in Table 1.
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Fig. 3. Mean of heterozygosityof surveyed for Tukifugu alboplumbeus.
Locality abbreviations are shown in Table 1.

SHH NS NS NS ok NS NS NS NS NS
TMK 0014 NS NS #* NS NS NS NS NS
KKY 0012 0.007 * ok NS NS NS NS NS
KIS 0014 0010 0010 o * ok * ok NS
KTM 0018 0014 0016 0013 #* * * ** **
KST 0013 0012 0012 0017 0.020 NS NS NS NS
HOM 0009 0010 0.008 0011 0016 0011 NS NS NS
HOI 0012 0008 0.009 0012 0015 0.009 0.009 NS NS
ENN 0011 0009 0.008 0011 0016 0010 0006 0.007 NS
EKI 0011 0010 0.009 0010 0015 0.009 0007 0005 0.006
EIO 0014 0013 0012 0018 0019 0013 0011 0010 0.009 0.009
EMG 0012 0010 0.009 0012 0018 0013 0.007 0009 0.008 0.008
EIN 0010 0009 0.008 0010 0014 0012 0007 0009 0.008 0.008
EUK 0013 0012 0012 0016 0019 0011 0009 0011 0010 0009
EAM 0014 0011 0012 0013 0015 0016 0.009 0011 0.008 0.009
YSA 0015 0014 0014 0016 0019 0015 0011 0011 0011 0011
NSE 0012 0013 0010 0013 0016 0010 0008 0008 0.008 0.007
KKF 0010 0011 0009 0013 0019 0013 0010 0010 0.008 0.008
ONS 0040 0037 0040 0046 0050 0044 0037 0037 0039 0039
boplumb inferred from mi
SHH NS NS NS NS NS NS NS NS Fig. 5. UPGMA dendrograms generated using the Nei’s distance among the Takifugu alboplumbeus
TMK NS NS NS NS 3 NS ok * # populations. Bootstrap values of 100 replications indicated on each branch.
KKY NS NS NS N§ NS NS NS Locality abbreviations are shown in Table 1.
KTS *% * NS *% L NS *k K% Hk
KT™M ok ok w3k ik £l NS ok EEd ok
KST NS NS NS NS NS NS NS NS ok B EAXHE
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S N N - T S A, 1976 WARD MR, 22: 3236
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